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FIG. 1 
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NUCLEOTIDE AND AA SEQUENCE 

Nucleic acid sequence of Protease T (SEQ. ID. NO. : 1) 

GACCACGGCCCTCCGCCCCAGCCAGGCCTGA^ 

TCCTGCTGCTGCTGTGTTTTG^ 

CCAGGATGCTGAACCGAATGGTGGGCGGGCAGGA 

AAGTCAGCATCGAGCGCAACGGAAGCCACTT^ 

GGGTCCTGACGGCTGCGCACTGCTrcCGCAAC^ 

TCCTGGGGGCAAGGCAGCTAGTGCAGCCGGGACCACA 

AGGTGGAGAGCAACCCCCTGTACCAQGGCACGGCCTCCAGQ^^ 

AGCTGGAGGCACCAGTGCCCTTCACCAATTA^ 

CGGTCATCTITCAGACGGGCATGAACTGC^ 

AAGACCTCCIGCCCGAACCGCGGATCCTGCAGAAAC 

CCAAGTGCAACCTGCTCTACAGCAAAGACACCGAGTT^ 

AGAATGACATGCTGTGCGCCXSGCTrcX^G 

CGGGCGGCCC(XTCGTCTCCCTCGTGQGTC^ 

GGGGTGAGGGCTGTGCCCXX!CAGAACCGCCCAGGTGTCT 

ACAACTGGATCCATCGGATCATCCCCAAACTG!C^ 

AGAAGTCAGACCCCCGGGGCCAGGAGCCCCTIGAGCAGA 

CCCACACCATCCIGCrGGTCCIGCCAGCGCTG 

CATTTGTAAATAGCGCTCCTTCCTCCC^ 

CCAATAAAAACCCAGCCTGTGTGCCAGCTG 



>Amino Acid Sequence of Protease T (SEQ. ID. NO. :7) 



MRRPAAVPIlJlIjLXrFGSQRAKAATAO^ 
GGSLIAEQWVLTAAHCFKOT 

SSADVALVEL^APVPFTNYILPVCLPDPSVIFETG^ 
LAVPI IDTPKCNLLYSKDTEFGYQPKT^ 

WLQAGVI SWGEGCARQNRPGVYIRVTAHHNWIHRI I PKLQFQPARLGGQK 
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FIG. 2 

Protease T 
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FIG. 4 
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FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :8) . 

GAATTCACCACCATGGA 
GTGGTGTCAAATCTACTCTTGTGCCAGGGTC 
GTCGACGCGGCCGCTCTIGCTGCCCCCTTT^^ 
GCTCTAGAGKIAGGGCGAGTGGCCCTGGCAA^ 
■ TCCGGGGGCAGCCTCATCGCGGAGCAGTGGGTCCTGA 
ACCTCTGAGACGTCCCTGTACCAGGTCCTGCTGGGGQ 

CCACACGCTATCTATCCCCGGGTGAGGCAGGTGGAGAGCAACCCCCTGTACCAGGGCACG 

GCCTCCAGCGCTGACGTCGCCCTCGTGGAGCTGGAGGCACCAGTGCCCTTCACCAA 

ATCCTCCCCGTGTGCCTGCCTGACCCCTCGGTGATCTTTC^ 

GTCACTGGCTGGGGCAGCCCCAGTGAGGAAGACCTCCTGCCCGAACCGCGGATC 

AAACTCGCTGTGCCCATCATCGACACACCCAAGTGCAACCT^ 

GAGTTTGGCTACCAACCCAAAACCATCAAGAATGACAT^ 

GGCAAGAAGGATCCCTCCAAGGGCGACTCGGGCGGCCCCCTGGTGTGCCTCGT^ 
TCGTGGCTGCAGGCGGGGGTGATCAGCTGGGGTGAGGG^ 

GGTCTCTACATCCGTGTCACCGCCCACCACAACTGGATCCATCGGATCATCCCCAAACTG 

CAGTTCCAGCCAGCGAGGTTGGGCGGCCAGAAGTCTO 

CX3GCCGCTTCCCTTTAGTGAGGGTTAATGCTTC 

AGTTIGGACAAACCACAACTAGAATGCAGTGAAAAAAATGC 

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTGAC 

Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
( SEQ . ID . NO . : 9 ) . 

MDSKGSSQKSRLLLLLWSNLiLCQGWSDYKDDDDVDAAALAAPFDDDDKIVGGYALEE 
GEWPWQVSIQFJNIGSHFCGGSLIAEQWVLTA 

YARVRQVE SNPLYQGTAS SADVALVELEAPVPFTNYILPVCLPDPSVI FETGMNCWVTGW 
GS PSEEDLL PEPRI LQKLAVP I IDTPKCNLLYSKI7rEFGYQPfCriKNDiy[LjCAGFEEGKKD 
ACKGDSGGPLVCLVGQSWT^AGVISWGEGCARQNPIKSVYIRVTAHHNWIHRI I PKLQFQP 

ARLGGQKSRHHHHHH 
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FIG. 5 



EK: + " + 

M 1 2 1 2 




28.5 l^m & 



Protease: PFEK-Protease T-HIS 
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FIG. 6 



Protease Activity of Protease T 



C 



ssssst 



] H-D-Pro-HHT-Arg-pNA 
H-D-Lys(CBO)-Pro-Arg-pNA 



KWWI H-DL-Val-Leu-Arg-pNA 
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